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41.7 42 .9
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No.2 3 2 PMWS No.1
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i1(17.6% 3/17) 15 6 12
PCV2(81 120 61%) PRRS(41 8 ( 3 15%) 5 16 44 (21 50
0 34%) P.carinii(81 120 16.7%) PC ) 5 10
V2 90%
PCv2
(30%) 2 F18 13/14
6%) (43%) PCV2 K88 1
36.3% PRRS P 24/25
Ccv2 (PRRS 2.7 ) 14/25 F18 10
0 0139:3 026:5 12
LT ST VT2 Stx2 7
ST,GM,CL
105 ABPC 1 BCM
15 10 0]
1 3 36
10
Six2e
st 108
4
200
AD 8 2003 5 9 11
PRRS VT2e
13 5 (5 )
3 9 (O )
5
0 086 9
F18
6
PRRS AD . S
5
9
106 F18
100
15 6
1 7 23
109
VT2
LT ST F18 A 5 5
0139
ABPC Ol112ac 0146

-20 -



4%

0146 B 14 112 0121:H-
4
0125 0126 15 15 7 8
2 20 30
50
2 3
ST 3 (3 )
7 2 3
A
p
0121 H
PCR
Stx2e (EIEC) invk
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0:139 Salmonella Choleraesuis SC
78
STEC SC 2003
(@D 9 24 84
2 990 ELISA
€)) 12
6 )43 SM OTC 5
10 1 1 3
(PP)
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(33.3%) 1,234 271 (21.8%)
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3
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-28-



153

(MPS)
(APP) 156
14
MPS  14/28 APP  4/28
33% 17%
2
A PRRS MPS
14 30 MPS
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2713
(3)15 BSE BSE) 147
6,500 @ =
4 1 24
BSE
© , BSE
1
©)5 12 9 30 10
4,355 308 . .
15 101
8 2 4 101 16 6 12 85 ) 1,505
(N6 75
356
1
175 15 5 6
) BSE) 20
9 625
15 10 BSE BSE
BSE 19
cop 178 BSE
15 4 24
BSE
- 634
10 9
320 27
9
46 44
151
27 5
176
15 4 1
24
2
; 179 BSE
12
5 830
34.2% 750 234
BSE-ELISA
20 1996-98 5 4 1
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19
38

15

(
2,000
178

18
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23

BSE 9 29
30 BSE
1,752 ( 63 ) 10
8 ( 79 )
6 5.0 7
1,453  82.9% 200  17.1% 8 2
BSE-ELISA 10 1
BSE E
BSE E
4
BSE
10 22
2
180 BSE BSEELISA
BSE 15 4 12
1,752
1,453 (82.9%)
2 183
5 6 231
(15.9%) 1 24
(8% L) (500 / BSE
) C )
1 60
@ ) -419 2
3 ) -2% 3 @4 ) 87
4 ‘6 ) 121 5
1 1 5
12 3,702
55
20
181 BSE
2003 4 BSE
24
10
10 184
15 10
)
18
10 23
182 BSE 19
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122
185
BSE
BSE 188
4 1
3 ELISA 2
4 11 2,397
90.8 9.2
29 11.1
24 58
68
ELISA
3,000
186 BSE 50
15 9 26
BSE
189
E
1
1
187 BSE
15 4 1 24
BSE 190
SP
SP
15
35km
12
736
2 0

-35-

85.0 8

33
SP
SP
BSE
BSE
15 4 BSE
5 2
7 9
11 1633
1 4
2
BSE
BSE
BS
15 4
BSE
15 3
BSE
BSE
4 12
64
BSE 4 11
BSE 6
BSE BSE
BSE
BSE
BSE 4 10
BSE
BSE
1
132
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72 116 2
1 4 96
10 1 3 4
1 1 0.5
1 3 4 5
15 0.22 33
3
5.4 2.7
191
14 7 BSE 12
15 4 1 24
BSE
78% 99%
57% 96%
3
4 24
21 BSE BSE 24
7 1
BSE 8
24
BSE
101
7
9 21
3
192 BSE
24
BSE
5
4
1
2 194
2
14 7
15 11 17
351
11
39%
45% 72
6 43% 15 4
11
211
193 BSE
BSE 14
2 15 4 24
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14 2 15
120 533
BSE
15 4 1 BSE
BSE
BSE
11
BSE 155
54
H8 9 10 5
5
2
6
6 3
29 (12.2%
23 15% 132(85%
BSE
15 4 1
BSE 24
BSE
46 52
60
108
2
1



198 BSE
195
4
15 4 12 (BSE) 24
89 BSE
0 5 BSE
6 2
24hr
48hr BSE
0.96 (
12hr ) 2.71(12~24hr) 2.78 (24~36hr) 12
3.83(36~48hr) 3.91 (48hr )
36hr 1510 1246 )
24hr
1.29 E BSE
24hr 18~44hr
3.29
BSE
199
E
196
14 4 11 108
12 5
BSE
BSE-ELISA 2 BSE
15 4 1
12 31 108
143
112 34
7 1.2
12
139
6
197 BSE
14 6 14 BSE 200 BSE
7 4
24 20038 4 1 10 31
15 4 1 582
13
BSE
ELISA 9 2 235
4 1
84
11
20 103
2 1
BSE
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BSE

201 BSE 204
BSE 24
BSE BSE
BSE
2
15 12 16
296 16 7
14 79 1
2003 12 1 6
34 4 10820 [/ ( : )
73 32
oD 0.0257 + 0.0091
oD
202 BSE
15 24
BSE BSE
205
BSE
15 4 BSE
BSE
BSE
0.8ppm
16
1 7 4 5
6
203
256
15 4 24 48 234 20
BSE
BSE
12 336 282 54
206
37 20 9
30 C )
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69.8

BSE 68.2%
8-10
65.1%
31.8%
207 9
21 209
BSE
H15 BSE
BSE BSE
BSE
260
BSE
BSE
23
10 9
1 17 6
KCI
BSE BSE
210
208
BSE 9
4 5 8
BSE 11 201
0 2
BSE 11 7 12 8 4
BSE BSE 12
24 BSE
20 20
14 15 70
10 15
0
F1
BSE 59 82 H16
15
211 BSE
BSE
15 1
6 BSE
13 10 BSE
BSE 14 7 BSE
BSE
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%
%
%
%
%
%
%
212

215 BSE
24 BSE
15 10 1 15 5 12
3 BSE 24 BSE
12 6 B
SE
13 9 10 15 12 17
24 638 118
BS 2 BSE
E BSE
12 24 96 3
1
ELISA
0.092
213
24
216 BSE
15
10 5 24
BSE
A B
20mm 1
mm 5
0 5
10 26 20
B
214 20
217
418 63
15 BSE
% 8

%
%
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2 3
ELISA
2
6.45 2
0.30 1 329
8 13
314 14 ELISA
15 11 333
BSE
218
14
15 9 14
14 15
BSE
14.5 BSE
31.2
68
10.3
15
15.2
17
BSE
219
(BSE)
4 7 4 BSE
15 4 1 24
4 12
386 5 391
43.4 9 61
318 81.3
2 18.7 5 156
57.6
32.8
12.0
0.090
0036 224
220
24 BSE

(H15.4.1 11.30)
25% -

25

221

222

31
60
707
6 7
2
177
48.3
(GD_ )
oD
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BSE

2.5

1.8

24

12 31

1,005?

15 4 1

5.9

BSE

BSE

BSE

BSE

BSE

43,000

BSE

7 9
H8 10

BSE

24
BSE

BSE
3.4

BSE

BSE

/

15 4 1
158

1.6

24
BSE



223
24
BSE 15 4
N
537 7 9
0 91
83 84
6 17.1
2 15.5
34 2 38 7 4 5
5 6.7
1 8.8
224 BSE
15 4 1
24 BSE
2
H
H BSE 3
14 6
8 H 3
15
5 15 4 10
1501 227 515
759 2 5 554% 6
26.8 9 17.8
0 03 1 370 2 451
15.9 4 1.7
225 BSE
15 4 24
BSE

140 140
159 159
868
226
6 BSE
1
5 6
1
3
BSE
10 304
BSE
227
BSE 15
12
16
3 12 16
12 19.2 13
380 14 60.7 15 16
68.9 13
8 BSE
3
13
11 14 16 15 16
35
228 (BCV
BCV
BCV
H13
(H11 5 17
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4 SH15 41 1127 ) 15
(H11 5 -H15 16
) RT-PCR RNA-PAGE
BCV
BCV
( 48
62
(
5.8 ) 232
229 14 11 4
15 2 2
A A
8 2 5 5 BCV
1 18 BCV
3
B 25 4 2 5
20 25
4
7
14 11 12
BCV
4 RT-PCR
BCV
BCV H
BCV
230 233
(BCV)
BCV
BCV
BCV
BCV Kakegawa
PCR
BCV
231
234
14 BCV
13 10.6
15 BCV
Ht
39 33.3
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12 4 3

27 A
HRT-18
RT-PCR
BCV

BCV HI
10

BCV
BCV
13 12

(BCV)
BCV
2003 12

HI

RT-PCR
BCV
Hinc
(RFLP)
BCV
BCV

BCV
98.7%

BRV

58 280



E.zuernii(OPG20 ) BR

v MA104 BRV RNA
A
BRV (BCY)
BRVG6P[1]  BRVG1OP[11]
BCV 121.3
242.5 194 30.3 160
42.2
A
BRV BCV
BRVG6P[1]  BRVGIOP
[11]  Bcv 100.8 = 403.2
322.5
235
15 5 20
7
70.4
(  GARY)  5/10 9/10 RT-P
CR ~ 6/10 PAGE 4/10 GARV
VP
7VP4 G6P5 7/12  GARV
(6-11 8
89 ) ( 5
60 f
(H15.4 30
2 24 ) X
144 3
10/17 13/19
GARV( G6P5)
GARV G
236 A
2002 12 20
03 5 70 51 (73%) 30
A
1,500
25
56% 37 92
(p<0.001) 1,500
400 900 2 900 1,500
1
@ 11
5 (32 ) 41%
400 900 5 (30 ) 60% 1,50
0
5 2

237 5
12
BRV
5
5
BRVG6P1
5
BRV G6P5 3
5
3 BRVG6P5
2 4
238
700
14 10 28
681
186
47
239
35 A B
A C B
201 2
BVDV
A BVDV
B
C (P 1 C
2 BVDV 1
PI PI
A B
PI 1
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A
B
BVDV 2
BVDV
240
4
(BVDV)
11 14 236
BVDV Vilcek RT-PCR
PCR
11 12
1 13 14 2 BVDV
1 la 5
1b 1b 5 2
BVDV
10 1b BVDV
BVDV 14
11 1b BVDV
la
1
241 MDBK - SY
BvVDV
CP NCP
CPE
MDBK - SY
MDBK - SY
BVDV
BT CP
NCP BVDV
b
BT
BVDV
MDBK - SY
CP NCP
BVDV
MDBK - SY
242
BVDV
BVDV 2002 4 2003
11 20
106 BVD
v (NCP )
MDBK
RT-PCR

2
110 2,636 MDBK
6 6 BVDV
-NCP
1 40 16 3
6 12
16 61 GM
24 3 100 G
M 485 Pl
Pl
243
(BVDV) (P1
BVDV
BVDV
b a
BVDV PI
Pl
244
BVDV)
Pl
A
b
A
B
A
B BVDV
A Pl
C
a
D Pl
BVDV
245
430 2
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200

11 8
5
246
15 3 7
BVD MD
11 1
BVD MD
BVD MD
295
168
160 95%
122
247

35

248 BVD—MD
3
BVD—MD
Pl BVD—MD
RT—PCR
6 23
23 1 72 1
BVD—MD
2 Pl
20 256
Pl
Pl
Pl
BVD—MD
249
83 5
1 BVD
MD
Nose RT-PCR
100%
84.1
57.1
53
BVD MD
44 2
250
2002 12 1 14 7
47 1
(BVvD WMD)
113 220
3
4 (14
(2/3) (2/4)
BVDV
IFA RT
PCR
(24)
BvVDV BVDV
2002 10 2 37/41
2003 10
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BVDV

PCR

BVDV 11
182 206
251
50
4
NCP
BVDV
252
(BVD-MD)
15 6 7
3
2
BVD-MD2
RT-PCR 2
CP
BVD-MD2
2
253
2003 4 6

MDBK

%20
1b
BVDV
14 10
1
12
BVDV
2 256
16 128  BVDV
BVDV1
13
BVD-MD
15 9 10
1
BVD-MD
1
NCP
(A D)
A1l D
(A D)

(A CD) A)
A C
( IBR) ACD
IBR A
IBR A
IBR B D
IBR
ABD
C B
254
A 1
9 8
43 25
12 8
9
(1BR) 3
B 9 C
29 6 9 3
D B
9 2 1 A
25
A B 37 35
IBR B 5 4 12
8 4
130 IBR
4
9 3
255
2003
7 8 1 6
IBR
3 2
8 18
3 7 1 4 IBR
2
29 1,028
1 3
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256 IBR
14 15 3 5
IBR
7
4 IBR IBR
IBR
64 256
11 14
1600 IBR 15
29.5 3 15
IBR IBR
257 RS
2002 2003 4 9 9
RS 9
G
A B
A 98.1 99.8 B 97.7 9
9.3 A
11e200 Thr
258
RS 2
60 A H15 1
5 3
RS 8 4
M.haemolytica M.h
10 7 4
RS
M.h 100
B H15 10 6
5 5 RS
9 3
4
RS
A B

259 Mannheimia haemolytica

Vis RS

2003 1

/3
RS

a M.bovis

M.bovis

260
‘03 2 3

Corynebacterium spp

RSV
7

RS
RS

261 5

LV

Mycoplasma

38

RS
RSV

RSV

5/7

M.haemolytic

RSV
42

RS

18 13

RS

5
Corynebacterium  spp

L-K

5
IBR

BvD MD

AD7

KV
P13 RS 4
R 1.1 PI3 2.3
LV 3
GM IBR 1-90.5
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PI3
RS RS
LV 4 5
IBR BVD MD1 2
8 3
GM)
RS 1.1
KV
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2.26.9
3 IBR PI3 RS NS ON
6 95 10.1 1998
2002 254 90
L K
BTV  ON
262
NS
BTV
15 <) 6
265
15 11
BT 10
BT H5 H14 10
PCR PCR 8
KV)
46 924
2 410 38
2/7 2/10 HI0 11 H13 15
14 AKV
15 H7 1 H14 2
CR
263
4 6
266
15 10
(BTV) PCR BTV
PCR
11
2 2
13 14 3 58.6
BTV 3
13 15 9
11 BTV 74.1
13 13 14
3% 6 15 32
15 20
264
2002 267
BTV (NS
NS 1994 2002
1989 (AINOV)
BTV21 ON-89-1 ON
1991
12/64 1998  7/74 2001 1175 AKAV
2002 12/74

95
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11

1991
195 33 2001 15.0 51
1991
1998
1991
(A
(AIV)
30%
4 6
1
2,469
80% AlV
(JaNar28 ) 4
P
H10 AKV
AKV  AIV
2001 2002
74.6
16
17.3
10
60
(AKAV)
(CHUV)
2000 02
AINOV 3-4



AINOV

AKAV,AINO
v
2001 CHU
v
268
14
8 9 50
24 48.0 11 52 34
65.4
1
Aino Akabane Kasba Ibaraki BVD
2
2
Ainox 4 Akabane 2 Al
nox 8 Akabanex 8 Kasba Ibaraki
2
14
269
14 12 1
AINV 3 226
240 2
RT-Nested-PCR AINV
1
10
AINV 42.9%
AINV 3 1 2
3
1
AINV
65.8%( 25/38)
57.9%
(11/19) 3
40%
270

14
40 33/83 39.7
/64 10.9
/159 5.0
15
/55 164 47 (21
271 BLV)
(BLV)
BLV
21 5
(AGID) (IHA) PC
(SA) 2003 7
11 6 21 9
AGID
5 1 IHA 1
PCR 9 2
5
4 SA  PCR
PCR 2
PCR
AGID THA
272 PCR-RFLP
PCR-RFLP
11 15
37
AGP DNA
Nested PCR env 444bp
5 Bcel Hae Pvu
BamH Bol
Maria  (2002)
AGP 1
PCR 1
PCR-RFLP 35 3
1 1
1
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273

BLV
PCR
BLV
BLV 3 63
PCR
PCR Ccs1
PCR SIA-PCR
AGP
PHA BLV PCR
500 1000 SIA-PCR 20 50
PCR
SIA-PCR 68 29 AGP
23 PHA 26 BLV
PCR
SIA-PCR SIA-PCR
PCR
BLV
274 Shamonda
14 8 5 5
S
5
Shamonda (SHAV) 14
8
11 32 (68.1%) 5
8 (50.4%) (16 )
SHAV 1965
14
7 SHAV
3
SHAV
SHAV
275
5
3 46
7
109cfu/g 105  107cfulg
105  108cfu/g 3
2 6
3
2 2
stx1
Sx2 Yy -
globrin

276

8.35 28

277
1
15

16

278

2 p<0.001
68
63
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279

ELISA

280

3 ELISA
A24

ELISA
37% 1

19

281

11

PCR

14

B1l

8.7%
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B
A
B
282 PCR DNA
3
11 PCR rPCR DNA
S900
rPCR DNA 0.001pg/p |
rPCR
Nested PCR
nPCR nPCR
DNA
DNA
rPCR A 70 128
B 194 rPCR
453 41 DNA
rPCR
10 1 2 rPCR
7
283
6 5
11 4
4 55,992 ELISA
11 9 10 11
12 7 8 10 13 8
10 11 14 10 13
14 23 33 46
33 2
11
45 33
1 26 (57.8%)
27  (60.0%) 5
(11.1%) PCR5 (11.1%)
8 (17.8%)
10 (22.2%)
PCR12 (26.7%) 9
(20.0%)
284
1 14 9
15 11 4



ELISA

285

ELISA

286

80

287

15

28

10
11 4
12 2 3
1 1 14
1 1
3
6
288 (vVari

able Numbers of Tandem Repeats)

27 31
32 VNTR(Variable Nu
mbers of Tandem Repeats)
VNTR
27 VNTR
Map-
Map-
Vv
NTR
VNTR
VNTR
1S900-RFLP
289 VNTR
VNTR (Variable Numbers of Tandem
Repeats)
DNA
PCR mix 1S900
PERKIN
ELMER 9600 VNTR MATR-0 16
17
DNA
3 6
1 4
K-10 (11320222221210213) 2
2 MATR-9 TR 1
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290
pH
20
1 5
2
1%
1
8
291
15 12
21
3
200
292
293 ELISA

11

11

pH
1
pH
1 3 8
3
1

ELISA 800

x 800PS ELISA 0.71
x 800PS
x 800PS
294
13
6
5
2
15
011 022
7 4
295
450
14 15
ELISA 14
ELISA
ELISA 0.2
15
ELISA
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296

15 7 5
ELISA 4 4
3
1 50 0
2 1
1 5 7 3 17 21
1 ELISA 049 0.85
1 2
PCR 4
1
7 1
3
4 5 1 10
4
297 Salmondla Virchow
57 20
3 Salmondla  Virchow SV
18 SV
TDN CP
SV
Y
sV
298
A
A

299
57 15
118 Salmondla
Typhimurium( ST) 199
(PFGE)
5 8
definitive phage type
104(DT104) PFGE
DT104
STDT104
14
4
300 Salmone
Ila Virchow
15 4 A B
C
Salmonella
Virchow SV
C
C RS 3
301 Salmonella Typhimurium
5 9 63
2

Slmonella  Typhimurium( ST)
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10

(7/10) 1 (16/68) 3 (3/77)
ST (15)
2
302 Salmondla
Newport
15 4 6 S 2
A B 40
Salmonella
Newport S.N A B
25km
A B
8 B 6 22
Api20E
9 ABPC CEZ CL
CP SM GM KM OTC ERFX A
5 ABPC CEZ CP SM OTC
B
Xba A B
2
A B S.N
S.N
303
2003 7
9 16 2 26
4 26
1
o4:d;
ABPC SM OA
KM OTC PCG 10 1
19 4
13
1
14 PCG

304
2003 7
10 6
Salmonela Typhimurium
21/499 5/23 3/9
8
10
305
Salmondla. Typhimurium( ST)
ST
(OTO)
ST
306 Salmonella
Typhimurium
14 1 5 9 7
Salmonella  Typhimurium
(st 6
ST
7 65 (
32%) 93
16 157 256 132
1
1 1 10 8
4 4 ST
6
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ST
3
307 Salmonella Java D
26
3
26 16
Salmonella Java
310
22
10
2
9 Typhimurium
4
12
30%
308
58 23
10 Salmonella Dublin
(SD) 43.5% 1
311
Typhimurium
ST 5
SD Salmonella Dublin( SD)
D Salmondla Typhimurium( ST)
5
D
309 Salmondla04
15 1 Sdmondla Typhimurium( ST)
Sadmonella  Dublin(SD)2 196
10 10
5 10
5
0.33 8 0.19
10 0.29 312

0.36

15

Salmonella

Salmonedlla



313
15 9 11 121
73 73
PC
R 37 (51%)
SEC:25 SED:5 SEG:26 SEH:3
SEI:26 SEJ:7 SEA SEB SEE
TSST-1 21
SEC SEG SEI TSST-1
21
68 (96%)
6 (PCG MDIPC CEZ OTC EM
SM) PCG
314
1 110 568
655 268
204 ,
173 502
614 74 96 2
210
85 CNS 102
52 48
37 36
31 88
CNS 44 19
26%
CNS 30
30.6
24.7
46 7.5%
315

12 5 15 9

138
SA
SA
TSST-1
SE-A SE-C Multiplex-PCR
SA 73 33 18 TSST-1
SE-C 3 SE-C 2 SE-A
SA 178
43 2 TSST-1 SE-C
SE-A 16 SE-A
SA
TSST-1
SE-C
SA
316
140 57
Saphylococcus

aureus( S.A) ,Enterococcus gallinarum( E.g)
,Saphylococcus epidermidis( S.epi) ,Streptococcus

dysgal actiae( Stre.dys)
24 48
SA , Sep,
Stre.dys
48
317
87 31 (36%) 40
15 4 10 7
8
ABPC 2 VCM 8 NA 27
10 B
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3 TSST-1 5
29
318
15 4 12 19
CMT
405 1,559 CMT
585 Saphylococcus aureus (SA)
Sreptococcus agalactiae
11 6 2
CMT
SA 91 Sagalactiae 38
82 CMT
SA 50
37 CMT
SA 17 20
SA
20
13 10 SA
CMT
319 Klebsiella pneumoniae K.
K.p
K.p
1 3
K. 2
K.p
3
K.p 4 K.p
1
10°  10%tfu/g
10° 10'cfulg
2 40% 35
3 60
4 1%

3%
320 Staphylococcus aureus(SA)

A 35
50 /ml
15 6 SA

CMT
CMT 7 SA

SA

SA 5
20
12 SA
2
321
40
15 6
SCC 50
/ml 6 SCC
827 Iml SA
15 3 25.7 9/35
15 6 2
A
A
16
1 SCC 330 /ml
322

Klebsiella pneumoniae(K.p)

3 (A B ©)
A

B
C A 26% B
28% C 14% K.p A4.2% B 0%
C 0% K.p A 30% B 94% C32%
A K.p K.p
A 7
4 1 K
p
K.
p K.p
K.p K.p
323
13 4 15 12 120
5 972
(80.7 )
Coaglase Nega-tive Staphylococci392 (3
4.4 ) 314 (27.5 )

247 (21.7 ) Staphyl-ococcus aureu
s(SA)105 (9.2 ) Arcanobacterium pyogene
s22 (1.9 ) 19 (1.6 )
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14 (1.2

1)
SA

90.8

324

cus aureus S.aureus 23

12

) Corynebacterium spp.12 (1.

15 (1.3 )

SA

Staphylococcus aureus

15

3 C
mecA
Sma
8
S.aureus
325

Saphylococcus  aureus

326 Staphylococcus aureus( SA)

Sma

SA

SA67

S

(TSST-1)

PFGE
81%

SET

6
Staphylococ

(SED)

2% C

50% D 2 C 6
D C 2
TSST-1 Cc SET
PFGE 5
72% 40%
7 2
2 6

327 Prototheca

Prototheca zopfii P.zopfii
KM SM
328
15 1
4
E
E
6
329
15
10 12 18
7 D
5 4
5 5
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3
B
AP
330 AP
PL 333 Arcanobacterium  pyogenes
300 16
DHL 409 120
DHL
DHL B
Arcanobacterium
pyogenes A.pyogenes
SAB
A.pyogenes
331 ( ) A.pyogenes
My
coplasma bovis( M.b) BR
DC 10 4
Pasteurella multocida 1 M.b 334
17 3 Mycoplasma bovi
rhinis
M.b BRDC
3 M.b 10 20 26
1 H1I5 4 6
10.0% 11.1% Campylobacter fetus ss fetus( C.fetus)
39.1%
H13 16.7% H14 26.9% H15 39.
1% Cfetus
34.6% 11.4% Cfetus
M.b BRDC
BRDC
C.fetus
332

Arcanobacterium pyogenes AP

1
21
335
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15 4 6
2 3cm

Man
nheimia haemolytica Fuso
bacterium necrophorum
336

15 2 4
70
Pasteurella volant
um
5
4
5
337
2001 11 2003 6
7
Histophilus
somni Haemophilus  somnus H.s
1 6
H.s
338

100

2002 9
2003 3 15
2003 2 9 3
1 8
Mycoplasama bovis M.b
7
5
1 2
10 2
M.b
11 12
7
40
3 43% 7
18% M.b
M.b
339
3
m-broth
Template DNA Mycoplasma bovis
4 m-agar
Template DNA PCR
12 PCR
1 M. bovis
Pasteurella trehalos 2

Mannheimia haemolytica Pasteurella multocida M.
bovis M.bovirhinis

3 Mannheimia
haemolytica Pasteurella multocida

340
K ( 78 ) Hi15.
3 22
3.10 5
2
Mannheimia haemolytica
PCR RS RSV 3.
13 PCR
(BCVY)
VTEC 3.10
RSV
BCV
3 RSV
M.haemolytica
BCV VTEC
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341 Mannheimia haemolytica
15 1
14
8 6
M.haemolytica( 1 M.h)

) Haemophilus somnus Pasteurella
multocida Arcanobacterium pyogenes Mycop
lasma bovis Mycoplasma alkalescens

RS 1
M_h
M.h
342
11 2
1
1
Listeria monocytogenes( L.m)
L.m 4b
L.m
0.8%
L.m
L.m1/2b
L.m
343
15 5 6
(BSE)
Listeria monocytogenes
(LM)
6 3

BSE
118

PCR LM
DNA

LM
LM

344 Fusobacterium Arcanobacterium

16 1

Fusobacterium necrophorum su

bsp. necrophorum  Fnn Arcanobacter
ium pyogenes Ap
F. necrophorum Ap
Fnn
Fnn Ap
345
0157
0157
(0157) 14
9 (64.2%)
0157 0157
DNA
HACCP
30g/
/7

11 (78.5%)

3
5  (35.7%)

HACCP

346 Corynebacterium renale C. cystitid
is PCR

Corynebacterium renale C
r C. cystitidis Cc
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2 PCR

16S rRNA
26 PCR
Cr Cc
64 Cr Cc PCR NC
NC
Cr Cc 2 316 NC
Cr 5 Cc 3
NC
NC
Cr Cc
347
15 8 ( 14
68 )
65 (95%)
Dermatophilus congolensis 350
11
15
(14 55 29/526
68 ) 4 10 727 781
14 132 90.9 10/11
9 18 24 113
0 41
82.8 444
348 6.9
2003 6
1 10 4.9 79.6
17.7
351
10
49
Mortierella wolfii Neospora caninum(Nc)
PCR Coxiella burnetii(Ch)
Nc 15.8 (30/190) Cb 14.2 (19/134)
Nc3 Cbl DNA
( ) PCR
Nc Cb
349
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NC

Typel

Nc Cb 10
352
Neospora caninum
355
NC)
NC
SAB
NC
(21.7%)
353 2
2003
(NS) NS
23.1%(27/117 ) 22.7
%(22/97 ) 25.0%C /20 ) 2001
2003 19
(31.6%) 356
15 NS 5.4%
( 7147
10 8.0%( /100 ) 10
7.0%C /100 )
102 (2.9%) 12
3.7
% 8.3% NS 19
NS
NS 12 11
NS 5 2 2
6
NS
PCR 11
34 4
20
60 A,B2 5 7
5 7 Type7
5
( N.C) 16
244 15
A46.2% B12.0% 2 357
H14
R
R
43.5% 4,700

- 65 -

N.C
N.C
F1
5/23
172
14
2
1
15
15

44 Type2 41



1
2
3
19/20
A 200 PE 01  10%
C 150 62 s Ht  20% 5/20
A 17 . 68 C 7117
28 - P 26 - 66 TCHO 12/17
A 06 C 1.9 BUN 15/17
0.8 y y GTP
16/17
358 361
6
1
5 7
( _H) ( B
7 H B ( ) 4% Ht 13%
9 H ) 2
ELI
SA ) ELISA 7 0059 9 0.9
73 10
H 2 B 5 Ht 2
H 3 50
1%
H
5
5
ELISA 362
359
14 10
11 1
66% 14
24% 22% 14 A 15 53 S
Ht
NOSAI
Ht 6
A S
3 6 1 2
1 1 2 Ht
15
2 6% 2% S
11 A

51% 8%

360
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363

2002 8 2003 11 1 2
2 1,570
0 6 20 1
10 1
6 7 2610 366
DG
3 7
11 2 2003 6 13 11
3 9 10
4 8 10 11 A/G y
1
3.1
100% 6
3 11 5 /G 5 y -GTP
9
DG 12
6
2
364
8 100 1 124
9 60 367
60 13 F
OPG 1
A F
8/17  (47.1%)
%)
35/293  (11.9%)
2113 (1.8%)
1
365
3
10 11
368
OPG
12 14

- 67 -

OPG

-GTP

10 4 A

8/245

45/46

17 (43 )
5 7

(3.3%)
14

15

(97.8%)



369
7
7
DG
DG
370
16
15
5
30
11 1
9
371
(SPL)

42.9 100%
10 25.9%

DG
DG

15 9 10

200 20
1
1 30
2
SPL
SPL
SPL
12
EPG 5 1
SPL
4
SPL
372
1
2 10
EPG
2
EPG
373
16
12 56 449
176 327 15 11
148 438 44 1,275
1,092 3,689 1,159
4,212 93
232 163
939 249 53
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49

51
374
34
H14 4 64.6
4
/ml
22
3
3
375
13 10 15
24 (
)
154
15
9 5 10
1
15
376
9 700kg
29
12

2,187
0
40.8 /ml
/ml H15 9
377
5
41
Breed
5
108 188
378
16.7
8 10 15
14 5 8
1
435
0.3 379
2

- 69 -

80 110
10
15
59
23

80

514

80 11

13



1
39 17
2224
15 (882 )
27.8 5
(VA)
735+ 6.6 IU/AL 20 1446+ 20.8 IU/dL
vB)
155.6+ 658p g/dL 20 5827+ 96.0
g/dL T-Cho BUN
VA VE
380
LCAT
PPG 300mL 3
LCAT 140U
3 15.9%
13.6% 14.3% 7.7%
16
BCS 3.0 3.5 50% 63.8%
60 LCAT 800U
34.0% 800U 1
5.2% LCAT
T-Cho T-Cho 100mg/dL
36.4% 100mg/dL
16.0% T-Cho
BCS3.0 3.5 3
1.3% BCS3.75 61.5%
T-Cho
PPG
381
69 2 20
2003 7
1
7 2
E
RS
E
5
5

382
14
14 7
10
41.1p gd
0.99 n=13
14
128
383
Clogtridium  perfringens
384
40
2
(NOy) 4833ppm
8 NOs 0.74 1.46p g/m
LG ) N©
332ppm 203ppm 2.
16ppm Salmonella Saintpaul (S.

- 70 -



S)
S.

S NOs
NO

NOs
385

250 - 13 S

A 300mM NaClO.  2HO

20mM NaHPO. 2HO pH1.3
B 150mM NaCl0: 2HO
10mM NaHPO. 2HO pH9
HPLC

Y=1.0386x-0.0131 0.9813 S
63 920
1y gml 0.22
2/920 036 1y gmL 4.45
41/920) 028 036y gmL 3.48%
329200 02 028 yu gmL 7.72
70920 02y gmL 8413  774/920
386
20
GOT 1221U/
I GGT 2191U/1
387
CK 1000
U/l 2.

19 1000 U/1
p<0.05
CK
670 U/I
p<0.05
388 A
( 2)
A( VA)
VA H12 11
H13 8 H14 2 H15
VA
34 VA
36.1 205.91U/dl
VA
41 VA
H15 (12 )
VA 3 A4 A5
H14 S 5275 K
16 - 56 0 3242
389
15 4 2 16
PRG
B
3,052 2,219ppb
PRG
4 2
8
1 2
15 8 8
PRG
B
2,444ppb
390
60 2
1
1

- 71 -

2



20
6 9
78
391
15 5 8
80 2
3
(HPLC) 131
30.3pu g/ml (NO3-N) 012 161
M g/ml
NO3-N
5,879ppm NO3-N
RQflex HPLC
HLPC
40%
HPLC
392
500 1,100/ml
0 2%
5,000/ml 20%
(5,000/ml) (20% )
393
14 12

17
GFAP
394
14

1.3g/dl
(28.8%)
395

BUN

-72-

15

3.6g/dl
a —_—
(8.0mg/dl)

(T-cho)
MP

MP MP
MP

520

15 BUN
MP



396
15 10 1
1
1 1
10
Ht14% RBC107 /mm’
WBC 10,500/mm? G
0T158U/1 vy -GTP 56U/1 Cal0.5mg/dl P3.0mg
/dl
Ht11.9% RBC1
39 /mm®  WBC 14,600/mm* GOT108U/I,y -GTP7
4U/1 CalOmg/dl P3.5mg/dl
2577.6 ppm
397
2 1
H11 H14
2 H8 H12
T
398
15 5 500kg
2 2 4
36.89/100g
pH4.1
2,100mg/dl
PCV
399

(Fb

Fb
270
8 Fb
PAS
Fb 1 3
Fb
1
8
Fb
400
™
R 14 8
TMR
5 1 15 2
( )
6
MPT
BCS
MPT vy GTP TCHOL BUN
A
LB
TMR
6 MPT
y GTP 12 7 TCHOL
8 8 GLU BUN
ALB
401
1
32
T-cho
BUN AST GGT
T-cho
BUN

-73-



402

147

405
(CP)

(TDN
403

2002 2003 406

1998
)
2003 2004 45

( 62 ) ( o/
Iy 14/45 ( 10g/7d1) 147
45 ( 70ig/dl) 8/41
404

2003 14 407

- 74 -

PAS

PAS



T DFS

408
2003 6 35 23
5 6
5
18
4
3
17 18
16.1+ 3mg/dl

107+ 23p g/dl

409
2003 1
30
11 8
3
1
1
410
6
13
13

78

22 17 14 28 23
10

11
13 14 10 52.6
17 77.3 5 18.5

411

13 15
209

5 42.5% 6 60% 7 60.3% 8 64.
2% 9 60.2% 10 43.4% 5 31.5%
6 33.3% 7 48.7% 8 38.6% 9 37.3% 10
33.3% 10 78

OvSynch 40.0%
PGF2a 27.0%

OvSynch 48.6% PGF2a 45.9%

20 24 .5%
h PGF2a OvSynch
56 0%0/8) 7 10 50%(14/28)
GnRH 3
5.4% 38.0%

OvSync

412
30 50

2003 1 6

No.?2 16

2003 1 6 No.1

BSE
Na

413

-75 -



20
7
1000 I1U
(VD3)
Ca
(Ca (P
24 32
Ca
P VD3
Ca P Ca
414
H
P NO VA
VE
(Ow) (1w)
(2w) (5w) Ow
HP 36.6 NO 19.5+ 1.6
g mol/I(meant S.E) HP NO  (-) 18.
5+ 2.0p mol/1  (#) 21.6x 2.7uy mol/
VA (-) 113.9+ 4.61u/dl (+) 92.3+
7.71U/d1 (p<0.05) Ow 1w HP -)-
@)y Q- b)) H  -0C)
(c ) ® -¢ W)
b d NO VA b 2w
(p<0.05) ow V
a c B d
Ow 1w HP Ow NO
415
5 3
1000mg
Vit.A50 IU Vit.E100IU RBC
Ht Hb (Sh
(Hb ) 3
RBC700 900 lul Ht28 33% Hb9.4
10.9g/dl SI152.0 925p g/dl 7 14

Hb  9g/dl 1 2
1 2
56 71 Hb
Hb 7 70% 14
20% Hb  20%
80%
80%
Hb
416
ELISA
pg/mi 580
4400(2400 = 1300 ,n=7) 440 3400
(2100+ 1300 ,n=6) 700  2500(1400
+ 760 ,n=6) 500 2600(1300 + 690
,n=9) 720 3600(2200+ 1100 ,n=7)
300 900(500 + 220 ,n=8)
2000 62004100+ 1200 ,n=8)
417
AST CK
251
AST
1U/L CK IU/L 200 633
279 792 233 1052 226 1
091 33
2 1815 301 1583
547 1848 467 3165
AST
CK
AST CK
418 ADA
A
DA ADA
213 87 126
ADA 0 3.0+ 1.
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31U/71 1

2
3 12.5+ 1.51U/1
14 5.7+ 1.51U/1
2 4 ADA a 1-AG
84 BL
37 26 70 5 2 40
3 2 66 ADA
BL ADA LDH
BL
ADA
ADA BL
419
178 VA
RBP
RBP ELISA
RBP
VA
r=0.784,p 0.001
VA
VA
420
HPLC
Futterman
2002 5
2003 11
130 FP 750
150ul  0.1MNaCl 3mi
330nm 462nm
oD HPLC
OD (
0.908)
OD
oD
100 1u/d
421
(HPLC)
HPLC
HPLC (RBP)

0.875(p<0.01) 0.867(p<0.01)

0.9 2.8%
1,660
422
423
10 12
A(VA)
1,439
X
253
1001U/d
20
VA
424
14 4
13 268
VE B -

- 77 -

100
HPLC 25 33
0.5 147

M g/dL

15 9

659
328
199

201U/dl

19
VA
VA
40  70IU/dl

15 11
19 401

A VA

VA

13



13 30 <goIu/dl
14 <301U/dl
25 65
6 17
VA 24
2 B 1
VE 50
<150p g/dl v
3/13
1
B 7/13 <100p g/dl  Se 5/
13 <70ng/ml 2/13
<40ng/ml VE
425
a
a
a
426
A VitA 41
444 259
185 VitA
HP
HP
VitA 21
VitA
HP
12.6% 56/444 VitA HP
201U/dl 5% 9/12 301U/l
35.9% 23/64 HP
6 10
18
HP
VitA
427
HPLC A VA

EtOH
HPLC EtOH
80 20 325nm 1.0mL/mi
n C18 0.10
1.00mg/L 80
95 0.10 1.00mg/L
VA 1 3 R
T PA cv
5 0.05 0.10 O.
50 1.00 5.00 10.00mg/L VA RT
PA cv 1.0
0.999

0.05 10.00mg/L 14.5 29069.81U/dl
0.02mg/L 5.8I1U/dl

428
2002 5 2003 3 (
8 4 ) ( 5 2
) 2
GGT
(VE) (117.2+ 29.4
p g/dl) (234.0£ 94.8u g/dl)
VE
VE (543.
8+ 176.2p g/dl) (1531.5+ 37.5u g/
dl)
2
VE
429
PS
6 13 PS
1 1 15 NEFA GOT
PS
2 4
PS T-Cho 6
BUN
PS
13 1 PS
3,826kg 3,591kg P
S 1,170 13 1
18,407
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PS

430
T
62 15 40
DG  08kg
431 A
A
0.44%
5
89.2%
2 3.0%
432

T
T

T 14
10

0.73kg

10
2

14

433
6L ,
GL
14 15 GL
8
2
GL
71
11
85
GL
434
2 550t 14
273t
2 119 14 74
1,000kg/
14 13
435
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CMT
436
437

A

BSE
12%
17%

438

30 H11

3 404
1 60 - 87%
6,555 - 8,292kg/ 1kg
773 - 517 4 - 19
29.6% - 53.1% 1,189
439
JA
13 14 90
48 63
165 141
1 2kg
440
12 6
67 169
26 14
12 16 12
A E B
13
19
- 2
14 8
23%
38% 2000
1500
441
3 HACCP
7,200
NOSAI

-80 -



PL
-157
HACCP
442 HACCP
H14
( HACCP)
( SA)
25 B
C 50
D
SA
SA
0157 SA
) « ) 34
@ ) @ )
@ )
HACCP
443
2002 3
1000
22
1
444

13 9

BSE
14
560 18
MR
14 15 12
MR
15 12
A
445
11
5
14
) 14
SA
15 3 3
3
3
11
a6 ()
)
6 9
70 35
55 104  22.2%
1.8%
1 24 2 C )
0.3 23.2
200

-81-



447
25

106 2

35

448

30

50 170
/ml

449

10

/ml 12

10

20 4

13 17

30 /ml

10 50

900

11
11

3/6 PCR
1/6

12 23 2.5
450
JA
1
451
H9
1 2
1,523
144.2
H12 3
3 93.3
139.7
153.7
79.8
H11
81.3 H14
452

-82-

170.3

10 84 9.3

JA
H9 H15 12
3211 5,881
1 5 730
102.5
H14 720 80.9
125.6 H15
994 131
1734
H9 H14
81.7
74.1

H12 73.6 H13
82.5



40 14 139 12
453
1 16
13 23
1% 3% 5% 0% 4
A
1% 3% 5%
0%
1% 3% 5% 0%
A
A
DM95.1
% CP3.8% TDN88.4%
A
454
14
WCS
WCS
WCS 1
2 2
4 WCS
WCS 2
1
WCS
WCS
455
12 14

15

15

456

3
(H9.1128 )

-83-
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FAX



459
2002 4 2003 4
40
22
75%
3
12
507
1
5,151
460
15 10
30 ml
461

391

ml

16
1 3
462 10
3 20,824
«C )
432
IBR
1 3,400
3
2
(RV) 6
39.1
RV
463
79
4 228
1
3
2

-84 -

2,000

26
344

6 24
(1BR)

33 108

RV



464
500
« )
465
89.1%
14
12
2
466
4

21

467
9 15 (
) 28
324 (
) « D
( ) PCR 5
62
S.Choleraesuis
S.Dubrin
26 262
S.Enteritidis S.Typhimurium 11
1
468
)
2003
2 (A,B)
A Salmonella infantis (
S) B S Salmonella agona SA
2
A
8
Sl
B 20 A
40
S 131 817 SA
41 817 243 817 A
Sl
SA 3 A 3 B
21 27
PFGE
469
12 4

-85 -



470

12

(43%)
(26%)

471

12.2

68.3

472

BLV

(25%)

7,386

85

BLV

34.8

14
898

223

13
10

36.

15

BUN

NEFA

AST

473

1998

474
15 8

V.A B -

V.A V_.E T-cho

- 86 -

BUN
2
Ca
iP
4
0.4%
96,665
V.A
59 19.0%
V.E T-cho



1000ml  580ml 1 109G

15  10mg/ml 29.2Kg  1300ml
20mg/ml
475 HACCP 25kg (24 21kg)
- 20Kg 3
; 200 400g
600g
1,000 HACCP 1gG 40.8 28.7 34.2mg/ml
HACCP 14 11 7
89.5 29.8
12
15
0157 478
10
25
HACCP
30 28 30
20 2 35
476
10
479
3 ( 65 184 )
2 4 5
4 6cm 4
4
7
(  54%) 2 ( 62 )
( 44%) (  43%) S 40.2
C 4™) 14 7
11.7 95
15
477
400 480
2 3 32.3
247  19.4kg L0 »
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49.1%( 57. 4
1%) 20.4%(21.5%) 30.
1%(21.5%) 8 10
6
BUN
Al
15 12
84 51.2%
25. 4% 14 (27.2%)
23.4%
481
12
14 12
484
15.0
165 15 5 2
18.6 2 (A B)
10
1
A
A
B
14
139 15.7
17.4 A
GLU BUN
TCHO B
BUN TCHO
482
A90% B100%
100  /ml
15
485
4
15 JA
11
TP Alb T-Ch
19  /ml 11 o BUN GOT LDH CPK GGT Glu Ca IP
26 /ml A B
C
483

- 88 -



486 ET
ET ET
ET 489
ET
H13.1.1 H14.12.31
ET ET

H12
3 Hi4 11
H15.1.1 12.31

ET H10 8 H17 4
ET ET ET
ET Al
406.3+ 3
7.4kg 56.1+ 5.9¢ BMS 6.1
ET +1.1
Al
487
BSE
hCG 1)
102 490
6 11 1
pH(2)
hCG30001U ( )166
3 29
(1) (135
+ ) 15 12
Ex G
43.0%
(p<0.05) (2) hCG 67.2%
pH6.9 ++
hCG
488
2
A
305
Excel
305 1
Woods 305 491
EBV 5 10
1
35
13

-89 -



492

150

493

494

14
13

12

123
215

15 6
80a

10

97.0

139 11

2000ha

10
Al

585
40
12 CIDR
1 56.3 2
63.2  CIDR
48.7  62.3
38.7
100 100
495
2 2
18 1
496
6 75 F1
189 34
Hp
TP ALB A
20 30
TP GI TP-Alb GGT By Gl
y Gl Gl TP-Alb R® 0.67 TP R
? 0.55 SSTT R’ 0.54 GGT R 0.18
Alb TC B Gl
A E BUN AST
Hp 7 40
21
32
497
10 15 11
35
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498

499

25ha

15

12

50%

6
960
3.8
33
501
BSE
10
15
49.1
502
VA
25
503

-9] -

150

20

36.8

54.3

GOT GGT
VA
VA

1560
8.6

414

14



504
15 7 9
2
1 2
r=0.78 p<0.01
r=0.77 p<0.01
1 r=0.44 p<0.
01 r=0.60 p<0.01
19.0
15.7 p<0.01
505
(CIDR)
(Al
CIDR
30
71 CIDR 10
Al CIDR 71 64
31+ 14
49
142.8 103.8
39 A 194.3 100.1
94.2 190
CIDR
506
ET 20
13 6700
ET

507

508

15

ET

15

59 575
25
1
ET
53
3
14 9
51
18 2
ET
ET
F

B -ME+TCM199 100p MPB -ME+10%FCS+TCM1

99

-92-

14
48

10

29

31

24

15 11
31



509
2
(ET)
ET ET
ET
ET ET
88
80.5 1.45
104.7 85.8
1.59  121.6 E
T 122 96
103. 4% 102.5%
ET 26
BMS5. 7 4 5 65.
4%
ET ET 37,8
00 / ET 107,192 /
ET ET 112,410
/ ET 53,017 /
ET
510
2 A B A
13 100 5 B 12
100 14
2 2 1 4
15 1
G6P5
2 1
0PG 1
5
[
1 2 I
AO
B100 12
2 0
A1
0.60+ 0.08kg
0.45% 0.26Kkg
511
367 175
EPG 2.
1 1.8
EPG 7 8

N EPG
158 0.2 DG 100g S
EPG 273 3
2
EPG
512
11
GS
CS 4378
1963
K Ca GS Mg 20
TDN
0.
1 9.4 24 CS
0 7.1
K Ca
K Ca GS K Ca Mg CS Ca
513
15 4 24
BSE 4 11
1,801
5 ( 4+)
15
2 3+ 4+
3+
4+
4+
3+
4+
3+
514
8

-93-



AS-D
515
CNS
2001 2002 302
292 2003
174
Saphylococcus aureus
2003 Saureus 50
28.7% 150 50 CNS
12 27 54%
Sxylosus Saureus
Sxylosus20 47
Saureus
Saureus
2001 2003
Saureus 3 50
24 48% 3
516
BSE
15 11
10 21
ELISA PCR
ELISA
DNA PCR 2
31
517 Arnold-Chiari

15 8 F1 4
Arnold-Chiari
(ACM)
4 3
3x 5
4
A
ACM
518
15
1
1 1 2 2
519
10
14

-94 -



520
7 424
100
7
27 14
103 9
10 45
60
13
10%
11.0
521
522
K99
4
ELISA

523
15 327
3
12
22
100 5
11
40
15
524
C
DG
24
C
525
2003 6
ELISA
10 14%

-05 -

14

413,176
A

A

CWM

10%
30%
CWM

15

B
268,833

5

CWM
25%

A B
DG

348,615

A

A

CWM

CWM

C



526
(WCS)
4
2.1lha
WCS
6
WCS
527
528

(ACM)
H15

13

WCS

12

0.8ha
14

3,200

1,600

VitA

529

530

CL16

BUN

7
4 8 (24%)
ACM H12 14 15
2 3
Vit ACM
1
3,600
2
3
@B-9 )
4
5
4
16
2 16
CL16
CL16
6
100kg
38.3

(mg/d) 31(mg/d) 10.3(mg/dl)
A

531

-06 -



2
10.1 8.59
532
50%
.
14
1
21
2014
533
H14 11
10
50
20 30
H15
1 428kg

534

700 F1

DG

535

13

14

=1:2)

1.5)

1:3

536

(3.7/7.6) 30
(3.5/35)
41.7%

-97-

(F1)

F1

780 F1

0.2%
(12

(85.0%/90.0%)
15
(26/85) 120



240

537
538
15 6
13

539

4cm

540

15 4 23

541
¢ )

12

49
79.9
48.7

542

- 08 -

17 20

46ha

12

14

27
21
79.7
44.3



- 99 -



543
(GPV)
GPV
3
1
1
PCR
GPV 11
3
5 7
GPV
GPV
GPV
GPV
544
13 5 (
) 1
8
14 7
1 10
(39 4 )
G 2 ) PCR
5 )
15
13 15
87
545 (CAE)
OIE B /
12
5
1
CAE
CAE

9
83.7
546
<)
547
5
8
3 6
74
548
24

- 100 -

3 4 3 59
2 26
2 18
CAE
gag
89.1 98.4%
96.1%
14 9
CAE
2
A 15 3
1
7 29
1 2
PCR CAE
CAE
PCR CAE
2 CAE
CAE
N CAE
14 9
S 2
CAE
14
PCR
N
1
2
4 2
CAE
15 4 A
4 15
No.2

No.1

14



99.9

549

550

21

ND

551

HmLu-1

No.2
NDV

ND
NDV
NDV

Genotype

PPV

PCR PPV
PPV

130 3

ol

ND

ND HI 32 128
128 PCR
ND

10

29

(AD)

10 14 5
10
14 171
18
13 14
552
15 4
5
18
15 1 21
WNV
18
553
(ND)
14
10°
100 10/g
0/14

13
18

AD

WNV

60

107g
(0%

114 (7.1%)

Salmonella agama
014 (0%
914  (64.3%)
Cryptsporidiumu parvum
H15 4
Mycoplasmagal lisepticum
Mycoplasma synoviae H14
(ND

H14 (3dose
(3dose)
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H14

2

H15

10
221

50



554

2002 2003
2002
11 12
10 10
120
2003
10 12
11
5.75
0.5
555
2002 9
1
2
SAB
Pseudomonas aeruginosa
coccus sp.-
556
2003 10 200
100 25
4
2 3

Staphylo

Yersinia pseudotuberculosis

C

orynebacterium pseudotuberculosis(C.pstb)

C.pstb

557

MAT

L icterohaemorrhagiae L
canicola L autumnalis L hebdomadis

558
212 0157 0157
83 Tp
83
0157
Tp
-MT 10 24
Salmondla 13 subsp.choleraesuis
11 subsp.arizonae SEading

SNagoya SColobane SAbaeteruba SPomona
SMornington  Sspp

0157 H7
H- VT Tp
18
0157
Tp
559
Salmonella Enteritidis
1997 Salmonélla
Enteritidis 10 ( 7 1
1 1)
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(PFGE)
PFGE
90%

9 55kb
NA OTC DSM

560

Aspergillus fumigatus

A. fumigatus
A. fumigatus
in situ
A. fum
igatus

561 Mycoplasma ovipneumoniae( M O)

MO
20
15 3 4 20 6

: 10

Hayflick
5x 10° CFU/g Mycoplasma
7 10

: SDS-PAGE
MO Y-98 165
RNA

562

15

Mycobacterium avium subsp. paratuberc-ulosis(

60
563
VTEC
7.59/ 2
VTEC
3
BCM  10mg/kg/ 5
VTEC
VTEC
v
TEC BCM
564
(ND)
(NDV) ND
Ulster 2C/67 Genot
ype ( - /2002) 40
4 B:
VG/GA2/23/88(VG/GA) Clone30 MET9
5 1 (d) 60 80 100
HI  (GM) 1.0 4.4 GM) 1.0 1.3
2 14 VG/GA 10d 5
0d 30 60 HI  (GM)
1.0 4.4 (Gw) 1.2 2.0
(B:. )50d
( )1l d
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18 HI  (GM)
32 147 (GM) 32 9
1
565
170
1 15 5
2
Derm
atophilus congolensis
2
15 8
15 5
9
2
566
15 5 6
200
2
1 3
3
3 Aspergillus
567
15 6
2 3cm

Bordetella bronchiseptica
Pasteurella sp

568
2003 6 52
14
1
2 GOT 724
381U/l y GPT 80 89Ul LDH 2905
9961 U/l ALP 599 5621U/I
Salmonella
Hardar H
SH
30 22 16 13
5 3 2 91

569 Streptococcus equinus

Sreptococcus equinus ( Sequinus)

20038 9 25 2
Sequinus
T-Bil CPK
1
Sreptococcus 2.
Sequinus
570 Halicephalobus
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Halicephalobus

3
573
14
6
0 44 56
/ 3 121 / 27 6
4
2
571 0.5ml
1.0ml
GCMS
13 miz=258

574

2003 7 7 2
27.8 30.3
23 20 3.3
40 16
4._.1cm 45kg
105¢g
20 40 266.6ppm 21.7ppm
197.75u g/dl
572 1
17.43 19.39mg( 2.8
3.3ppm
575

11
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576

4,058

292

S

30kg

Ca

40%
RBC Ht

578

2800

15 4 16

8 142

7800 g

664 579

88
530

15 15 17
20 30
21 40

10

10 20
12 30

580

- 106 -

2000 12

2002 6 2003 3

(50kg)

(8 12kg) (2 4kg)



(02  0.4kg)

581

582

12 31 1,071
45 2,800 467
470

416 13
4 58 4,853

12 36.2 13 59.3

14 74.8

14 1 1 2 37

583

Neospora caninum 4/83

(4.8)% Leptospira interrogans 46/83 (54%)

Cryptosporidium parvum

4 584
67 (
49 18 ) 30
13 15
107 (13 33 14 24 15 50 )
(ND)HI
224% (11 /49
) GM15 55.6%(10 /18
) GM23 GM
ND
(SE) 103 /107
96.3%(13 97.0% 14 100.0% 15
94.0%)
SE
9 /107
8.4%
1 585
10 4
0-Untypable(0UT)
(Stx) (L) (S
1)) (eaeA aggR) EA
ST1 (asth) PCR
147 (OUT62 )
52 (OUT5 ) astA 21 (0uUT12
) astA 2 (out
2 ) Stx 59 (OUT14 )
45 ( eaeA OUT2 )
astA 4 (OUT4 ) a
StA LT ST 15 (0UT9
) 2 (out2 )
astA 9 (OUTS ) a
stA 1 (ouUT1 ) 73
(0UT39 ) 5 (OuT1
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) astA 8 (out3 )
astA 1 (OUT1 ) 0uUTe2 26
586
12 15
929 43 59
6 Salmonella(S.)Dublin S.Typhimurium
147 8 S.Ago
na S.Choleraesuis S.Typhimurium
663 25 S.Agona S.
Infantis S.Montevideo
814 47
60 24
117
S.Dublin

S_Hadar S_Newport S.Typhimurium
S.Virchow

587 RAPD Salmonella Typhimurium

Salmonella Typhimurium ST
B
SFGE
Random Am
plified Polymorphic DNA RAPD

14 3 15 10 13
15 RAPD AP40,41,46,47 ,N
K6,51 6 BSFGE
Xba BlIn
14
RAPD AP40,46,NK6
5 2 BSFGE
5 5
2
2 AP40,46,NK6 RAPD
BSFGE BS
FGE ST
588
50ml
EEM
S IT - TT >
TT SDM
10cfu
17 48 15 48 100cfu

33 48 41 48
SDM  SD 58 9%
54 SDM
210
SDM D
SDM
589
590
9% (DP)
(OP )
AST GGT (Alb)
(T-Cho) (iP
DP(2.2ml/ )
(MP) MP
DP
DP AST r=0.93(p<
0.01,n=16) GGT r=0.97(p<0.01,n=30) Alb
r=0.98( p< 0.01,n=42) T-Cho r=0.98( p<
0.01,n=20) iP  r=0.98(p<0.01,n=29)
DP 259
550 820
50
591
9% (DP)
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(OGP )
AST" GGT (Alb)
(T-Cho) (P) 594
DP(2.2ml/ )
(MP) MP 12
DP
DP AST  r=0.93(p<

001,n=16) GGT r=0.97(p<0.01,n=30) Alb
r=0.98( p< 0.01,n=42) T-Cho  r=0.98( p<
0.01,n=20) iP  r=0.98(p<0.01,n=29)

DP 259
550 820
248
50
0.2m3
38
592
1) 595
2) 3) 4)
5) 6)
1) E
2)TCHO BUN AE
3)GLU CK LDH
4)
GLU CK
LDH 5)
A 6) 5%
593
14 11
596
5
11 13
14 14
3 5 15 37 7
9 3 6
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14

15

69

82.4

294

21

20

94.1

11

80

95.6%

33

17



70.6
70.6 58.8

597

Ec En
Ca

1 / 120

6 En29 Sa3 Cazd
6 12
4 oTC

598

599

14
15

ST DT104

601

602
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11

15

89

13

15

15



BSE
1,027

603

14
10

527

98
94

604

30

3,730

BSE

-1,930

4.9 -2.6

0157
15 6
24

605
13 15 24
BOD COD SS TN TP pH
BOD 14
870ppm COD 18 81lppm SS 14
1347ppm TN 7 810mg/l TP 6 126mg/l
pH 64 88
13
15
15
BOD 324 - 54ppm COD 282 -
128ppm SS 438 - 144ppm TN 494 -
170mg/l
BOD COD 10
BOD
606
30
16 11
239
15
607
212
47%
43%
43% 6% 6%

2%
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5%

608
439
3
76
609
132
610

4%
96%

199

83.5

381

16

151

11

61
1

61
591

26

61
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1

2

3

30

37

11

32



614
122 64
67 40
33 45.4
71
51 30
41
21 11
8
615
14 7 15
196
196
62 31.6
A 59 18 47
54 2 10 1 26
62 57
41 719
16
7
7 43
4 39
616
11

3
2
186
617
122
10
2
618
7
11
705
14
15
83%
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10
5
12 13
63%
80%
157
103
233
65
1



619

622
A 11 11
A ( 40 )
2
14
2 4
A
14 15 34
15 16
89
19
1
620
623
0.2kg
m3
9,982 750 7,642
500
186ppm
(
0.5ppm )
3ppm
28ppm
16
621
15
5 214 624
40 19
7 12
12 7 18 3
3 82 9
20 4
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67.8

6
625
2
13 7
628
10pp
m 76ppm
14 15 9 7
13
( )
> > BSE
15 5
24
5 11 531
626
10
15 159 629
40 64
C/N
65%
2.30 95%
1.03 4.37 2.32 0.23
7.65 3.87 0.50 8.83 C/N 16.0 40
5.2 34.5 2.29 1.36 4.17
4.25 1.50 9.16 2.62 0.98 4.
23 C/N 18.7 8.4 27.7 2.93 1. 86%
90 4.81 8.06 4.26 14.34 5.
16 3.16 8.07 C/N 9.7 6.4 24.4 42%
7%

627

15
11

143 221
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37
73%

2%

84.

14

11

15
12

53



NOs

630 | NOs
S014001
15014001
633
35 SS200 COD120 BOD160
11 3000 /ml pH5.8 8.6
15 52
(©) G
G 11 /
G 1.4 /
G
16 /
6.6 /
631
13
634
14
14
15
10 160
140 11,400
632
NO:
172
635
81 47
57 87
79 24
8
47
66 MIC
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MIC

638
16 12
MIC
48.9%
48.9%
29.8% 25.5%
21.3% 19.1%
10.6%
10.6% 6.4%
2.1% 2.1%
2.1%
(Access)
636
FileMakerPro5
+
639
DB
DB
DB 1:25,000
DB
40,000
1° 40,000 /360° 0 °
637 1° 40,000 /360° x cos6
3
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